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3 <110> 



APPLICANT: Maertens, Geert 
Bosman, Alfons 
Sablon, Erwin 
Zrein, Maan 



4 

5 
6 



8 <120> TITLE OF INVENTION: IMPROVED IMMUNODIAGNOSTIC ASSAYS USING REDUCING AGENTS 

10 <130> FILE REFERENCE: 2551-48 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/686 f 964 

C--> 13 <141> CURRENT FILING DATE: 2000-10-27 

15 <150> PRIOR APPLICATION NUMBER: PCT/EP99/02547 

16 <151> PRIOR FILING DATE: 1999-04-15 

18 <150> PRIOR APPLICATION NUMBER: EP 98870087.8 

19 <151> PRIOR FILING DATE: 1998-04-17 
21 <160> NUMBER OF SEQ ID NOS : 38 

23 <170> SOFTWARE: Patentln Ver. 2.0 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 36 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Hepatitis C virus 

31 <400> SEQUENCE: 1 

32 gggccccacc atgggggttg cgaaggcggt ggactt 36 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 35 

37 <212> TYPE: DNA 

38 <213> ORGANISM: Hepatitis C virus 

40 <400> SEQUENCE: 2 

41 ctattagctg aaagtcgact gtctgggtga cagca 35 

44 <210> SEQ ID NO: 3 

45 <211> LENGTH: 279 

46 <212> TYPE: PRT 

47 <213> ORGANISM: Hepatitis C virus 
49 <400> SEQUENCE: 3 



50 


Met 


Gly 


Val 


Ala 


Lys 


Ala 


Val 


Asp 


Phe 


He Pro Val Glu Asn Leu Glu 


51 


1 








5 










10 15 


53 


Thr 


Thr 


Met 


Arg 


Ser 


Pro 


val 


Phe 


Thr 


Asp Asn Ser Ser Pro Pro Ala 


54 








20 










25 


30 


56 


Val 


Pro 


Gin 


Ser 


Phe 


Gin 


Val 


Ala 


His 


Leu His Ala Pro Thr Gly Ser 


57 






35 










40 




45 


59 


Gly 


Lys 


Ser 


Thr 


Lys 


Val 


Pro 


Ala 


Ala 


Tyr Ala Ala Gin Gly Phe Lys 


60 




50 










55 






60 


62 


Val 


Leu 


Val 


Leu 


Asn 


Pro 


Ser 


Val 


Ala 


Ala Thr Leu Gly Phe Gly Ala 


63 


65 










70 








75 80 


65 


Tyr 


Met 


Ser 


Arg 


Ala 


His 


Gly 


He 


Asp 


Pro Asn He Arg Thr Gly Val 


66 










85 










90 95 


68 


Arg 


Thr 


lie 


Thr 


Thr 


Gly 


Ser 


Pro 


He 


Thr Tyr Ser Thr Tyr Gly Lys 


69 








100 










105 


110 


71 


Phe 


Leu 


Ala 


Asp 


Gly 


Gly 


Cys 


Ser 


Gly 


Gly Ala Tyr Asp He Met He 



72 115 120 125 
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74 Cys 


Asp 


Glu 


Cys 


His 


Ser 


Thr 


Asp 


Ala 


Thr 


Ser 


He 


Leu 


Glv 


He 


Glv 


75 


130 










135 










140 










77 Thr 


Val 


Leu 


Asp 


Gin 


Ala 


Glu 


Thr 


Ala 


Glv 


Ala 


Arcr 


Leu 


val 


val 


Leu 


78 145 










150 










155 










160 


80 Ala 


Thr 


Ala 


Ala 


Pro 


Pro 


Glv 


Ser 


Val 


Thr 


Val 


Pro 


His 


Pro 


Asn 


He 


81 








165 










170 










175 




83 Glu 


Glu 


Val 


Ala 


Leu 


Ser 


Thr 


Thr 


Glv 


Glu 


He 


Pro 


Phe 


Tvr 


Glv 


Lys 


84 






180 










185 










190 






86 Ala 


He 


Pro 


Leu 


Glu 


Ala 


He 


Lys 


Glv 


Glv 


Arcr 


His 


Leu 


He 


Phe 


Cvs 


87 




195 










200 










205 








89 His 


Ser 


Lys 


Lys 


Lys 


Cys 


Asp 


Glu 


Leu 


Ala 


Ala 


Lys 


Leu 


Thr 


Ala 


Leu 


90 


210 










215 










220 










92 Gly Val 


Asn 


Ala 


Val 


Ala 


Tyr 


Tyr 


Arg 


Glv 


Leu 


Asp 


Val 


Ser 


Val 


He 


93 225 










230 










235 










240 


95 Pro 


Thr 


Ser Gly 


Asp 


Val 


Val 


Val 


Val 


Ala 


Thr 


Asp 


Ala 


Leu 


Met 


Thr 


96 








245 










250 










255 




98 Gly Tyr Thr Gly 


Asp 


Phe 


Asp 


Ser 


Val 


He 


Asp 


Cys 


Asn 


Thr 


Cys 


Val 


99 






260 










265 










270 






101 Thr 


Gin 


Thr 


Val 


Asp 


Phe 


Ser 




















102 




275 




























106 <210> SEQ ID NO 


: 4 
























107 <211> LENGTH: 279 
























108 <212> TYPE: 


PRT 


























109 <213> ORGANISM: 


Hepatitis C 


virus. 
















111 <400> SEQUENCE: 


4 
























112 Met 


Gly 


Val 


Ala 


Lys 


Ala 


Val 


Asp 


Phe 


He 


Pro 


Val 


Glu 


Asn 


Leu 


Glu 


113 1 








5 










10 










15 




115 Thr 


Thr 


Met 


Arg 


Ser 


Pro 


Val 


Phe 


Thr 


Asp 


Asn 


Ser 


Ser 


Pro 


Pro 


Ala 


116 






20 










25 










30 






118 Val 


Pro 


Gin 


Ser 


Phe 


Gin 


Val 


Ala 


His 


Leu 


His 


Ala 


Pro 


Thr 


Glv 


Ser 


119 




35 










40 










45 








121 Gly 


Lys 


Ser 


Thr 


Thr 


Val 


Pro 


Ala 


Val 


Tvr 
j 


Ala 


Ala 


Gin 


Glv 


Phe 


Lys 


122 


50 










55 










60 










124 Val 


Leu 


Val 


Leu 


Asn 


Pro 


Ser 


Val 


Ala 


Ala 


Thr 


Leu 


Glv 


Phe 


Glv 


Ala 


125 65 










70 










75 










80 


127 Tyr 


Met 


Ser 


Arg 


Ala 


His 


Gly 


He 


Asp 


Pro 


Asn 


He 


Arg 


Thr 


Glv 

via. y 


Val 


128 








85 










90 










95 




130 Arg 


Thr 


He 


Thr 


Thr 


Gly 


Ser 


Pro 


He 


Thr 


iyr 




Thr 


Tvr 




T.vo 

J-i Jf O 


131 






100 










105 










110 






133 Phe 


Leu 


Ala 


Asp 


Gly 


Gly 


Cys 


Ser 


Gly 


Gly 


Ala 


Tyr 


Asp 


He 


He 


He 


134 




115 










120 










125 








136 Cys 


Asp 


Glu 


Cys 


His 


Ser 


Thr 


Asp 


Ala 


Thr 


Ser 


He 


Leu 


Gly 


He 


Gly 


137 


130 










135 










140 










139 Thr 


Val 


Leu 


Asp 


Gin 


Ala 


Glu 


Thr 


Ala 


Gly 


Ala 


Arg 


Leu 


Val 


Val 


Leu 


140 145 










150 










155 










160 


142 Ala 


Thr 


Ala 


Thr 


Pro 


Pro 


Gly 


Ser 


Val 


Thr 


Val 


Pro 


His 


Pro 


Asn 


He 


143 








165 










170 










175 




145 Glu 


Glu 


Val 


Ala 


Leu 


Ser 


Thr 


Thr Gly 


Glu 


He 


Pro 


Phe 


Tyr 


Gly 


Lys 


146 






180 










185 










190 
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14ft 

J. ** o 


Ala 


He 


Pro 


Leu 


Glu 


Ala 


Tl p 
lie 


Lys Gly Gly Arg Arg 


T an 


Tl o 


rue Lys 


149 






195 










200 








20 S 

Z U w> 








His 


Ser 


Lys 


Lys 


Lys 


^— J £3 


A c n 


Glu Leu 


Ala 


Ala 




T l 


Thy 


JV 1 a T An 

H-Lci JjcU 


1 ^2 




210 










& _L J 








220 

A* & \J 








154 


Gly Val 


Asn 


Ala 


Val 


Ala 


Tyr 


Tyr Arg Gly 


Leu 




Va 1 

VUl 


Cay- 
OCX 


Va 1 Tlo 
val lie 


155 


225 










230 








235 








240 


157 


Pro 


Thr 


Ser Gly Asp 


Val 


Val 


Va 1 Va 1 

VOX V CL J. 


Al a 


Thr 


A an 


Al a 


JJCU 


11C U J. 111 


158 










245 








250 










2SS 


160 


Gly Tyr Thr Gly Asp 


Phe 


Asp 


O Cl Y GLJ- 


Tip 
lie 








Thr 

J. 111. 


Pv<? Val 


161 








260 








£U J 










270 




163 


Thr 


Gin 


Thr 


Val 


Asp 


Phe 


Ser 
















164 






275 
























168 


<210> SEQ ID NO 


: 5 




















169 


<211> LENGTH: 279 




















1 70 


<212> TYPE: 


PRT 






















171 


<213> ORGANISM: 


Hepatitis C 


virus 














173 


<400> SEQUENCE: 


5 




















174 


Met 


Gly Val 


Ala 


Lys 


Ala 


Va 1 


Asp Phe 


He 


Pro 


Val 


Glu 


Ser 


Leu Glu 


175 










5 








10 










15 


1 77 


Thr 


Thr 


Met 


Arg 


Ser 


Dm 


Val 


Phe Thr 


Asp 


Asn 


Ser 


Ser 


Pro 


Pro Ala 


178 








20 








25 










30 




1 80 


Val 


Pro 


Gin 


Ser 


Phe 




Val 


Ala His 


Leu 


His 


Ala 


Pro Thr Gly Ser 


181 






35 










40 








45 






J. O J 


Gly 


Lys 


Ser 


Thr 


Lys 


Val 


Pro 


Ala Ala 


Tyr 


Ala 


Gly Gin 


Gly 


Tyr Lys 


1 84 




50 










55 








60 








186 


Val 


Leu 


Val 


Leu 


Asn 


Pro 


Ser 


Val Ala 


Ala 


Thr 


Leu 


Gly Leu Gly Ala 


187 


65 










70 








75 








80 


189 


Tyr 


Met 


Ser 


Lys 


Val 


His 


Gly 


He Asp 


Pro 


Asn 


He Arg 


Thr Gly Val 


190 










85 








90 










95 


192 


Arg 


Thr 


He 


Thr 


Thr 


Gly 


Ser 


Pro He Thr Tyr Ser Thr Tyr Gly Lys 


193 








100 








105 










110 




195 


Phe 


Leu Ala Asp Gly 


Gly 


Cys 


Ser Gly Gly Ala 


Tyr 


Asp 


He 


He He 


196 






115 










120 








125 






198 


Cys 


Asp 


Glu 


Cys 


His 


Ser 


Thr 


Asp Ala 


Thr 


Ser 


He 


Leu 


Gly He Gly 


199 




130 










135 








140 








201 


Thr 


Val 


Leu 


Asp 


Gin 


Ala 


Glu 


Thr Ala 


Gly Ala 


Arg 


Leu 


Val 


val Leu 


202 


145 










150 








155 








160 


204 

w ■* 


Ala 


Thr 


Ala 


Thr 


Pro 


Pro 


Gly 


Ser Val 


Thr Val 


Pro 


His 


Pro 


Asn He 


205 










165 








170 










175 


207 


Glu 


Glu 


val 


Ala 


Leu 


Ser 


Thr 


Thr Gly Glu 


He 


Pro 


Phe 


Cys 


Gly Lys 


208 








180 








185 










190 




210 


Ala 


He 


Pro 


Leu 


Glu 


Ala 


He 


Lys Gly Gly Arg His 


Leu 


He 


Phe Cys 


211 






195 










200 








205 






213 


His 


Ser 


Lys 


Lys 


Lys 


Cys 


Asp 


Glu Leu 


Ala 


Ala 


Asn 


Leu 


Val 


Ala Leu 


214 




210 










215 








220 








216 


Gly 


Val 


Asn 


Pro 


Val 


Ala ' 


Tyr Tyr Arg Gly Leu Asp Val 


Ser 


Val He 


217 


225 










230 








235 








240 


219 


Pro 


Thr 


Ser 


Gly 


Asp 


Val 


Val 


Val Val 


Ala 


Thr 


Asp 


Ala 


Leu 


Met Thr 


220 










245 








250 










255 
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222 


Gly Tyr Thr Gly Asp 


Phe 


Asp 


Ser 


Val 


He 


Asp 


Cys 


Asn 


Thr Cys 


Val 


223 








260 










265 










270 




225 


Thr 


Gin 


Thr 


Val 


Asp 


Phe 


Ser 


















226 






275 


























230 


<210> SEQ ID NO 


: 6 






















231 


<211> LENGTH: 279 






















232 


<212> TYPE: 


PRT 
























233 


<213> ORGANISM: 


Hepatitis C 


virus 














235 


<400> SEQUENCE: 
























236 


Met 

1*1 & I* 


Glv 


Val 


Ala 


Lys 


Ala 


Val 


Asp 


Phe 


He 


Pro 


Val 


Glu 


Ser Leu 


Glu 


237 


1 








5 










10 








15 




239 


TVit 


Thr 


Mpt 

11 V* 


Arg 


Ser 


Pro 


Val 


Phe 


Thr 


Asp 


Asn 


Ser 


Ser 


Pro Pro 


Ala 


240 








20 










25 










30 




242 


Val 


Pro 


Gin 


Ser 


Phe 


Gin 


Val 


Ala 


His 


Leu 


His 


Ala 


Pro Thr Gly Ser 


243 






35 










40 










45 






245 


Glv 


Lys 


Ser 


Thr 


XJ Jf o 


Val 


IT J. KJ 


Ala 


Ala 


Tyr 


Ala 


Ala 


Gin 


Gly Tyr 


Lys 


246 




50 

•J V 










55 










60 








24 8 


Val 


Leu 


Val 


Leu 


A cjTl 
no ii 




J- 


Val 

v a. j_ 


Ala 


Ala 


Thr 


Leu 


Gly 


Phe Gly Ala 


£t H -7 


u -J 










70 










75 








80 


251 

£a _L 


Tvt 
1 J J - 


Met 


Ser 


JJjr O 


Ala 


His 


Glv 


lip 

IXC 


Asp 


Pro 


Asn 


He 


Arg 


Thr Gly Val 


£* -J £* 










85 










90 








95 




0 54 

£i *J *t 




Thr 


He 


Thr 


Thr 
±. ii j. 


Gl V 


wCi 


XT J- \J 


He 


Thr 


Tyr 


Ser 


Thr 


Tyr Gly 


Lys 


255 








1 00 

_L \J \J 










105 










110 




257 


Phe 




Ala 






Glv 


V— ' Jf o 




Gly Gly Ala 


Tyr 


Asp 


He He 


He 


258 






115 










120 










125 






260 


Cys 


Asp 


Glu 


Cys 


Hi s 


Cor 


Thr 

X 11 J- 


A so 


Ala 


Thr 


Ser 


He 


Leu 


Gly He 


Gly 


261 




130 










135 










140 








263 


Thr 


Val 


Leu 


Asp 


Gin 


Ala 


Glu 


Thr 


Ala 


Gly Ala Arg 


Leu 


Val Val 


Leu 


264 


145 










150 










155 








160 


266 


Ala 


Thr 


Ala 


Thr 


Pro 


Pro 


Gly 


Ser 


Val 


Thr 


val 


Pro 


His 


Pro Asn 


He 


267 










165 










170 








175 




269 


Glu 


Glu 


val 


Ala 


Leu 


Ser 


Thr 


Thr 


Gly Glu 


He 


Pro 


Phe 


Tyr Gly 


Lys 


270 








180 










185 










190 




272 


Ala 


He 


Pro 


Leu 


Glu 


Ala 


He 


Lys 


Gly 


Gly Arg 


His 


Leu 


He Phe 


Cys 


273 






195 










200 










205 






275 


His 


Ser 


Lys 


Lys 


Lys 


Cys 


Asp 


Glu 


Leu 


Ala 


Ala 


Lys 


Pro 


Val Ala 


Leu 


276 




210 










215 










220 








278 


Gly 


Val 


Asn 


Ala 


Val 


Ala 


Tyr 


Tyr 


Arg Gly Leu Asp Val 


Pro Val 


He 


279 


225 










230 










235 








240 


281 


Pro 


Thr 


Ser 


Gly 


Asp 


Val 


Val 


Val 


Val 


Ala 


Thr Asp Ala 


Leu Met 


Thr 


282 










245 










250 








255 




284 


Gly 


Phe 


Thr 


Gly 


ASp 


Phe 


Asp 


Ser 


Val 


He 


Asp 


Cys 


Asn 


Thr Cys 


Val 


285 








260 










265 










270 




287 


Thr 


Gin 


Thr 


Val 


Asp 


Phe 


Ser 


















288 






275 


























292 


<210> SEQ ID NO: 


: 7 






















293 


<211> LENGTH: 279 






















294 


<212> TYPE: 


PRT 
























295 


<213> ORGANISM: 


Hepatitis C 


virus 
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9Q7 


<400> SEQUENCE: 


7 

r 
























TOO 


Met 


Glv 


val 


Ala 


xiy s 


a 1 a 
Aid 


Va 1 
Val 


Asp 


flic 


Tin 

1 le 


riO 


Va 1 
Val 


pin 


OCX 


Leu 


pi n 


Z 3 J 


1 


















1 fl 
1U 










1 5 
ij 




lf>1 


Thr 


Thr 


Met 


Ara 


OCX 


rl U 


Va 1 
vax 


flic 


± 111 


Asp 


A c n 
Asll 


OCl 


Cat* 
OCX 


FL O 


rl U 


Ala 
Ala 










20 










25 










10 








Val 


Pro 


Gin 


Ser 


rile 


n n 
uxn 


Va 1 
Val 


a 1 a 
Ala 


Hi a 

nis 


Leu 


HIS 


aia 
Ala 


Pro 


Thr 


pi i, 
Vjiy 


Oci 


305 

J V *J 






35 










40 










45 








ifi7 


Glv 
uiy 


Lys 


Ser 


Thr 


T, VG 


Va 1 

Vul 




Ala 
nia 


Ala 


xyr 


Ala 
nia 


Ala 

nlu 


V7Xli 


Vixy 


xyr 


iiy o 


o n p 




50 










5 5 










D U 












Val 


XJ O Li. 


Val 


l-ICU- 


Aon 
noil 




Dcl 


Va 1 
v ai 


Ala 
Ala 


Ala 
Aid 


Thr* 
1 11X 


XjcU 


vax y 


file 


biy 


Ala 
Aid 


11 1 

Oil 


65 










7fi 










75 










fin 
o u 


11 1 

J 1 J 


Tur 
xyx 


Met 


Ser 


Lys 


aia 
Ala 


tlXo 


P.1 17 

oxy 


Tip 
lie 


Asp 


rlO 


a a i"i 

Aon 


Tip 

1 1c 


Arg 


1 Hi 


P 1 17 

L»xy 


Va 1 
Val 


114. 

J l*i 










85 










Qfl 
3 u 










Q 5 




11 fi 
J J. O 


A TCI 


Thr 


He 


Thr 


x iix 


PI v 

vjxy 


Cot- 


riU 


Tl A 
1 ic 


X ill 


xyr 


OCl 


J. iix 


iyr 


pi v 


T.T7G 

Xjy o 


117 

J 1 / 








100 

J. \J \J 










1 f)5 

1U J 










1 1 n 

11U 






■31 Q 
J 1 13 


Phe 

rue 




Ala 


A cin 


P 1 \T 


PI 17 


ys 


Oat- 
OCX 


uiy 


PI -\r 

oxy 


aia 
Ala 


xyr 


ASp 


Tip 
X 1c 


Tl a 

lie 


Tip 
1 1c 


ion 






115 










1 7f) 
1 z u 










17 5 
lz J 










y O 


A c^n 


Gl ll 

U JL Li. 




rixS 


Ser 


Thr 


Asp 


Ala 

Ala 


Thr 


Ser 


Tin 

xxe 


Leu 


Asp 


Tlo 

lie 


pi,, 

vaiy 


"3 9 




i in 










Ijj 










i in 
XI u 












1 XIX 


Va 1 
VdX 




A en 


pi n 
bin 


ft 1 a 

Aia 


p 1 n 
bill 


Thr 


a 1 a 

Aia 


uiy 


aia 

Aia 


Arg 


Leu 


1 

vai 


17a 1 

vai 


Leu 


b 


145 










i tzn 
1DU 










i D D 










i cn 
IbU 




Ala 


Thr 


Ala 


Thr 


Pro 


Pro 


pi t , 

taiy 


Ser 


Va 1 

vai 


Thr 


Va 1 

vax 


Pro 


HIS 


Pro 


Asn 


T 1 A 

lie 


19Q 










lOJ 










1 70 
x / yj 










17 5 

1 / D 




1 


p.i ii 

will 






Ala 
rixa 


Leu 


oct 


m Vv - r - 
1 ill 


1 ill 


P 1 ir 

\jiy 


Pin 

IjlU 


Ti- 
ne 


Pro 


rne 


Tyr 


ijiy 


Lys 










1 AO 

-LOU 




















i on 

iyu 






j j4 


Ala 


He 


Pro 


Leu 


Pin 
bill 


a 1 a 
Ala 


i le 


Lys 


vjiy 


vjiy 


Arg" 


III €3 

HIS 


Leu 


Tl o 

lie 


Fne 


Cys 


J Jj 






195 




















on *^ 








"3 "3 7 


His 


Ser 


Lys 


Lys 


Lys 


<_ys 


Asp 


«1U 


Leu 


Aia 


aia 
Ala 


Lys 


Leu 


Va 1 
Val 


aia 
Ala 


Leu 


"\ 

J jo 




210 










ZlJ 










Z z u 












Gly 


Val 


Asn 


Ala 


Val 


Ala 


Tyr 


Tyr 


Arg 


P 1 17 

uiy 


Leu 


Asp 


Va 1 
Val 


Del 


Va 1 
Val 


Tift 
X Xc 


141 


225 










230 










ZJJ 












141 
J 4 J 


Pro 


Thr 


Ser 


Gly 


Asp 


Val 


Val 


Val 


Val 


aia 

Ala 


T Vl T* 
1 ill 


Son 
Asp 


aia 
Ala 


T An 
XicU 


He U 


X Hi 


144 










245 










7 5fi 










7 5 5 

Z J J 




14 fi 
J ft D 


Gly 


Phe 


Thr 


Gly 


Asp 


Phe 


Asp 


Ser 


Val 


Tin 
11c 


ASp 


cys 


Tien 
ASU 


T Vi 
1 ILL 


t_ys 


Va 1 
Val 


147 








260 










265 










z f u 






14Q 
J ft j 


Thr 


Gin 


Thr 


Val 


Asp 


Phe 


Ser 




















1 5(1 






275 




























354 


<210> SEQ ID NO: 


8 . 
























355 


<211> LENGTH: 279 
























356 


<212> TYPE: 


PRT 


























357 


<213> ORGANISM: 


Hepatitis C 


virus 
















359 


<400> SEQUENCE: 


8 
























360 


Met Gly Val 


Ala 


Lys 


Ala 


Val 


Asp 


Phe 


He 


Pro 


Val 


Glu 


Ser 


Leu 


Glu 


361 


1 








5 










10 










15 




363 


Thr 


Thr 


Met 


Arg 


Ser 


Pro 


Val 


Phe 


Thr 


Asp 


Asn 


Ser 


Ser 


Pro 


Pro 


Ala 


364 








20 










25 










30 






366 


Val 


Pro 


Gin 


Ser 


Phe 


Gin 


Val 


Ala 


His 


Leu 


His 


Ala 


Pro 


Thr 


Gly 


Ser 


367 






35 










40 










45 








369 


Gly Lys 


Ser 


Thr 


Lys 


Val 


Pro 


Ala 


Ala 


Tyr 


Ala 


Ala 


Gin 


Gly 


Tyr 


Lys 
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VERIFICATION SUMMARY DATE: 01/08/2002 

PATENT APPLICATION: US/09/686,964 TIME: 16:16:29 

Input Set : A:\sequence listing.txt 
Output Set: N:\CRF3\01082002\l686964.raw 

L:12 M:270 C: Current Application Number differs, Replaced Application Number 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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